LAMPIRAN
LAMPIRAN 1
DIAGRAM ALIR PENELITIAN
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Diunduh METTL-10 dan reseptor-

reseptornya dari RSCB PDB dalam
bentuk (.pdb)

¥

4 )
Optimasi geometri dan minimisasi
energi dengan Dicovery Studio

[ Persiapan ligan dan ]
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( . L )
Di-docking ligan dengan reseptor
menggunakan webserver PatchDock/FireDock
dan pyDOCKweb
- J
, L \
Divisualisasi dengan Discovery Studio
2016
. J
Dilihat interaksi dan jarak antaratom
dengan LigPlot*

A 4

[ Analisis Data ]
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LAMPIRAN 2
Perhitungan Konstanta Inhibisi (Ki)
2.1  Perhitungan Ki METTL10-DMAP1

4G
Ki = eRT

= 39384 kal/mol / 1.978 kal/mol.K x 309 K

= o -0.064

=0.938
2.2 Perhitungan Ki METTL10-EEF1Al

a6
Ki = eRT
— e -44.580 kal/mol /1.978 kal/mol.K x 309K

= 0073

=0.930
2.3 Perhitungan Ki METT10-METTL7B

a6
Ki = eRT
— e ~75.168 kal/mol / 1.978 kal/mol.K x 309K

= p 0123

=0.884
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2.4

2.5

2.6

Perhitungan Ki METTL10-NIP7

46
Ki = eRT

= p -36.895 kal/mol /1.978 kal/mol.K x 309K

= @ 0060

=0.942

Perhitungan Ki METTL10-TREX1

46
Ki = eRT

= e -51.415 kal/mol / 1.978 kal/mol.K x 309K

= o 0084

=0.919

Perhitungan Ki METTL10-TREX2

46
Ki = eRT

= g -41.095 kal/mol /1.978 kal/mol.K x 309K

= g 0.067

=0.935
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2.7

2.8

2.9

2.10

Perhitungan Ki METTL10-METTL20

46
Ki = eRT

= g -57.099 kal/mol / 1.978 kal/mol.K x 309K

= g 009
=0.911
Perhitungan Ki METTL10-METTL21A
A6
Ki = eRT
=e -38.371 kal/mol / 1.978 kal/mol.K x 309K
= o 0063
=0.939
Perhitungan Ki METTL10-METTL21D
AG
Ki = eRT

= g -57.099 kal/mol /1.978 kal/mol.K x 309K

= 0093
=0.911

Perhitungan Ki METTL10-SRP9
AG

Ki = eRT

= p -31.168 kal/mol /1.978 kal/mol.K x 309K

— g 0051

=0.950

52



2.11 Perhitungan Ki METTL10-ZNF468 -38.163

46
Ki = eRT

= p -38.163 kal/mol /1.978 kal/mol.K x 309K

= @ 0082

=0.940

LAMPIRAN 3
Sekuens Protein METTL10 (UniProt ID: Q5JPI9)

MSSGADGGGGAAVAARSDKGSPGEDGFVPSALGTREHWDA
VYERELQTFREYGDTGEIWFGEESMNRLIRWMQKHKIPLDAS
VLDIGTGNGVFLVELAKFGFSNITGIDYSPSAIQLSGSIIEKEGL
SNIKLKVEDFLNLSTQLSGFHICIDKGTFDAISLNPDNAIEKRK

QYVKSLSRVLKVKGFFLITSCNWTKEELLNEFSEGWSTVAGF
WLTAALTSWAQAIFSTSASRVGGTTGTHHHAWIIFVFLAETR

FCHVVQAGLELLGSSDSPTWPPKVLGLYHARPSLAF

LAMPIRAN 4
Sekuens Protein SRP9 (UniProt ID: P49458)

MPQYQTWEEFSRAAEKLYLADPMKARVVLKYRHSDGNLCV
KVTDDLVCLVYKTDQAQDVKKIEKFHSQLMRLMVAKEARN
VTMETE

LAMPIRAN 5
Sekuens Protein METTL20 (UniProt ID: Q81XQ9)

MALSLGWKAHRNHCGLLLQALRSSGLLLFPCGQCPWRGAGS
FLDPEIKAFLEENTEVTSSGSLTPEIQLRLLTPRCKFWWERAD
LWPHSDPYWAIYWPGGQALSRYLLDNPDVVRGKSVLDLGSG
CGATAIAAKMSGASRILANDIDPIAGMAITLNCELNRLNPFPIL
IQNILNLEQDKWDLVVLGDMFYDEDLADSLHQWLKKCFWT
YRTRVLIGDPGRPQFSGHSIQHHLHKVVEYSLLESTRQENSGL
TTSTVWGFQP
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LAMPIRAN 6
Sekuens Protein METTL21A (UniProt ID: Q8WXB1)

MALVPYEETTEFGLQKFHKPLATFSFANHTIQIRQDWRHLGV
AAVVWDAAIVLSTYLEMGAVELRGRSAVELGAGTGLVGIVA
ALLGAHVTITDRKVALEFLKSNVQANLPPHIQTKTVVKELTW
GQNLGSFSPGEFDLILGADIIYLEETFTDLLQTLEHLCSNHSVIL
LACRIRYERDNNFLAMLERQFTVRKVHYDPEKDVHIYEAQK
RNQKEDL

LAMPIRAN 7
Sekuens Protein METTL21D (UniProt ID: Q9H867)

MADTLESSLEDPLRSFVRVLEKRDGTVLRLQQYSSGGVGCV
VWDAAIVLSKYLETPEFSGDGAHALSRRSVLELGSGTGAVGL
MAATLGADVVVTDLEELQDLLKMNINMNKHLVTGSVQAKYV
LKWGEEIEGFPSPPDFILMADCIYYEESLEPLLKTLKDISGFET
CIICCYEQRTMGKNPEIEKKYFELLQLDFDFEKIPLEKHDEEY
RSEDIHITYIRKKKSKFPS

LAMPIRAN 8
Sekuens Protein ZNF468 (UniProt ID: Q5VIY5)

MALPQGLLTFRDVAIEFSQEEWKCLDPAQRTLYRDVMLENY
RNLVSLDISSKCMLKTLSSTGQGNTEVIHTGTLHRQASHHIGE
FCFHEIEKDIHGFEFQWKEDETNGHAAPMTEIKELAGSTGQH
DQRHAGNKRIKDQLGSSFHLHLPEPHIFQSEGKIGNQVEKSIN
NASSVSTSQRICCRPKTHISNKYGNNSLHSSLLTQKWEVHMR
EKSFECIQSFKSFNCSSLLKKHQIIHLEEKQCKCDVCGKVFNQ
KRYLACHRRCHTGEKPYKCNECGKTFGHNSSLFIHKALHTGE
KPYECEECDKVFSRKSHLERHKRIHTGEKPYKCKVCDEAFAY
NSYLAKHTILHTGEKPYTCNECGKVFNRLSTLARHHRLHTGE
KPYKCEECDKVFSRKSHLERHRRIHSGEKPYKCEECCKVFSR
KSNLERHRRIHTGEKPYKCKVCDKAFQRDSHLAQHQRVHTG
EKPYKCNECGKTFGQTSSLIIHRRLHTGEKPYKCNECGKTFSQ
MSSLVYHHRLHSGEKP
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LAMPIRAN 9
Sekuens Protein DMAP1 (UniProt ID: QINPF5)

MATGADVRDILELGGPEGDAASGTISKKDIINPDKKKSKKSSE
TLTFKRPEGMHREVYALLYSDKKDAPPLLPSDTGQGYRTVK
AKLGSKKVRPWKWMPFTNPARKDGAMFFHWRRAAEEGKD
YPFARFNKTVQVPVYSEQEYQLYLHDDAWTKAETDHLFDLS
RRFDLRFVVIHDRYDHQQFKKRSVEDLKERYYHICAKLANV
RAVPGTDLKIPVFDAGHERRRKEQLERLYNRTPEQVAEEEYL
LQELRKIEARKKEREKRSQDLQKLITAADTTAEQRRTERKAP
KKKLPQKKEAEKPAVPETAGIKFPDFKSAGVTLRSQRMKLPS
SVGOQKKIKALEQMLLELGVELSPTPTEELVHMFNELRSDLVL
LYELKQACANCEYELQMLRHRHEALARAGVLGGPATPASGP
GPASAEPAVTEPGLGPDPKDTIIDVVGAPLTPNSRKRRESASSS
SSVKKAKKP

LAMPIRAN 10
Sekuens Protein METTL7B (UniProt ID: Q6UX53)

MDILVPLLOQLLVLLLTLPLHLMALLGCWQPLCKSYFPYLMAV
LTPKSNRKMESKKRELFSQIKGLTGASGKVALLELGCGTGAN
FQFYPPGCRVTCLDPNPHFEKFLTKSMAENRHLQYERFVVAP
GEDMRQLADGSMDVVVCTLVLCSVQSPRKVLQEVRRVLRP
GGVLFFWEHVAEPYGSWAFMWQQVFEPTWKHIGDGCCLTR
ETWKDLENAQFSEIQMERQPPPLKWLPVGPHIMGKAVK
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LAMPIRAN 11
Sekuens Protein EEF1AL (UniProt ID: P68104)

MGKEKTHINIVVIGHVDSGKSTTTGHLIYKCGGIDKRTIEKFEK
EAAEMGKGSFKYAWVLDKLKAERERGITIDISLWKFETSKYY
VTIIDAPGHRDFIKNMITGTSQADCAVLIVAAGVGEFEAGISK
NGQTREHALLAYTLGVKQLIVGVNKMDSTEPPYSQKRYEEIV
KEVSTYIKKIGYNPDTVAFVPISGWNGDNMLEPSANMPWFK
GWKVTRKDGNASGTTLLEALDCILPPTRPTDKPLRLPLQDVY
KIGGIGTVPVGRVETGVLKPGMVVTFAPVNVTTEVKSVEMH
HEALSEALPGDNVGFNVKNVSVKDVRRGNVAGDSKNDPPM
EAAGFTAQVIILNHPGQISAGYAPVLDCHTAHIACKFAELKEK
IDRRSGKKLEDGPKFLKSGDAAIVDMVPGKPMCVESFSDY PP
LGRFAVRDMRQTVAVGVIKAVDKKAAGAGKVTKSAQKAQ
KAK

LAMPIRAN 12
Sekuens Protein TREX1 (UniProt ID: QINSU2)

MGPGARRQGRIVQGRPEMCFCPPPTPLPPLRILTLGTHTPTPCS
SPGSAAGTYPTMGSQALPPGPMQTLIFFDMEATGLPFSQPKV
TELCLLAVHRCALESPPTSQGPPPTVPPPPRVVDKLSLCVAPG
KACSPAASEITGLSTAVLAAHGRQCFDDNLANLLLAFLRRQP
QPWCLVAHNGDRYDFPLLQAELAMLGLTSALDGAFCVDSIT
ALKALERASSPSEHGPRKSYSLGSIYTRLYGQSPPDSHTAEGD
VLALLSICQWRPQALLRWVDAHARPFGTIRPMYGVTASART
KPRPSAVTTTAHLATTRNTSPSLGESRGTKDLPPVKDPGALSR
EGLLAPLGLLAILTLAVATLYGLSLATPGE
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LAMPIRAN 13
Sekuens Protein TREX2 (dengan UniProt ID: Q9BQ50)

MGRAGSPLPRSSWPRMDDCGSRSRCSPTLCSSLRTCYPRGNIT
MSEAPRAETFVFLDLEATGLPSVEPEIAELSLFAVHRSSLENPE
HDESGALVLPRVLDKLTLCMCPERPFTAKASEITGLSSEGLAR
CRKAGFDGAVVRTLQAFLSRQAGPICLVAHNGFDYDFPLLCA
ELRRLGARLPRDTVCLDTLPALRGLDRAHSHGTRARGRQGY

SLGSLFHRYFRAEPSAAHSAEGDVHTLLLIFLHRAAELLAWA

DEQARGWAHIEPMY LPPDDPSLEA

LAMPIRAN 14
Sekuens Protein (UniProt ID: Q9Y221)

MRPLTEEETRVMFEKIAKY IGENLQLLVDRPDGTYCFRLHND
RVYYVSEKIMKLAANISGDKLVSLGTCFGKFTKTHKFRLHVT
ALDYLAPYAKYKVWIKPGAEQSFLYGNHVLKSGLGRITENTS
QYQGVVVYSMADIPLGFGVAAKSTQDCRKVDPMAIVVFHQ
ADIGEYVRHEETLT
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LAMPIRAN 15

Intrepetasi Huruf pada sekuens Asam Amino

Glisin (Gly, G)
Alanin (Ala, A)
Valin (Val, V)
Leusin (Leu, L)

Isoleusin (lle, 1)

Asam Amino Asam Amino
Alifatik Sederhana Hidroksi —
Alifatik

Serin (Ser, S)

Treonin (Thr, T)

Asam Amino

Dikarboksilat (asam)

Asam Aspartat (Asp, D)

Asam Glutamat (Glu, E)

Amida

Asparagin (Asn, N)

Glutamin (GIn, Q)

Asam Amino Basa

Asam Amino

Lisin (Lys, K)
Arginin (Arg, R)
Histidin (His, H)

(memiliki gugus
siklik)

dengan Sulfur

Sistein (Cys, C)

Metionin (Met, M)

Prolin (Pro, P)
(memiliki gugus siklik)

Asam Amino
Aromatik

Fenilalanin (Phe, F)
Tirosin (Tyr, Y)

Triptofan (Trp, W)
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