Lampiran 1

LAMPIRAN

Uji Normalitas dan Homogenitas

One-Sample Kolmogorov-Smirnov Test

Jumlah Koloni
Candida albicans

N
Normal Parametersab

Most Extreme
Differences

Kolmogorov-Smirnov Z
Asymp. Sig. (2-tailed)

Mean

Std. Deviation

Absolute
Positive
Negative

28
1998.9164
2327.28410
.300

.300

-.195

.801

.543

a. Test distribution is Normal.

b. Calculated from data.

Jumlah Koloni Candida albicans

Descriptives

95% Confidence Interval for
Mean
N Mean Std. Deviation | Std. Error | Lower Bound | Upper Bound | Minimum | Maximum
0% 4 | 5786.2350 537.83356 | 268.91678 4930.4218 6642.0482 5099.52 6396.65
15% 4 | 4721.1850 217.40188 | 108.70094 4375.2501 5067.1199 4438.23 4921.48
17.5% 4 | 2819.9950 575.35155 | 287.67578 1904.4823 3735.5077 2009.29 3293.70
20% 4 | 534.5000 43.68447 | 21.84224 464.9883 604.0117 481.00 580.00
22.5% 4 130.5000 52.52618 | 26.26309 46.9191 214.0809 98.00 209.00
25% 4 .0000 .00000 .00000 .0000 .0000 .00 .00
100% 4 .0000 .00000 .00000 .0000 .0000 .00 .00
Total 28 | 1998.9164 2327.28410 | 439.81536 1096.4899 2901.3430 .00 6396.65
Test of Homogeneity of Variances
Jumlah Koloni Candida albicans

Levene

Statistic dfl df2 Sig.
| 2.241 6 21 079
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One-way ANOVA
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ANOVA
Jumlah Koloni Candida albicans
Sum of
Squares df Mean Square F Sig.
Between Groups | 1.44E+08 6 |24037018.24 250.302 .000
Within Groups 2016676 21 96032.181
Total 1.46E+08 27
Lampiran 3
Post Hoc Tukey
Jumlah Koloni Candida albicans
Tukey HSD #
Subset for alpha = .05
Konsentrasi N 1 2 3 4
25% 4 .0000
100% 4 .0000
22.5% 4 130.5000
20% 4 534.5000
17.5% 4 2819.9950
15% 4 4721.1850
0% 4 5786.2350
Sig. 232 1.000 1.000 1.000

Means for groups in homogeneous subsets are displayed.
a. Uses Harmonic Mean Sample Size = 4.000.




Multiple Comparisons

Dependent Variable: Jumlah Koloni Candida albicans
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Tukey HSD
Mean
Difference 95% Confidence Interval
(I) Konsentrasi  (J) Konsentrasi (1-J) Std. Error Sig. Lower Bound | Upper Bound
0% 15% 1065.05000* |219.12574 .001 352.7197 1777.3803
17.5% 2966.24000* [219.12574 .000 2253.9097 3678.5703
20% 5251.73500% |219.12574 .000 4539.4047 5964.0653
22.5% 5655.73500* [219.12574 .000 4943.4047 6368.0653
25% 5786.23500* [219.12574 .000 5073.9047 6498.5653
100% 5786.23500* [219.12574 .000 5073.9047 6498.5653
15% 0% -1065.0500* |219.12574 .001 -1777.3803 -352.7197
17.5% 1901.19000* [219.12574 .000 1188.8597 2613.5203
20% 4186.68500* [219.12574 .000 3474.3547 4899.0153
22.5% 4590.68500* [219.12574 .000 | 3878.3547 | 5303.0153
25% 4721.18500* [219.12574 .000 4008.8547 5433.5153
100% 4721.18500* [219.12574 .000 4008.8547 5433.5153
17.5% 0% -2966.2400* |219.12574 .000 -3678.5703 -2253.9097
15% -1901.1900* [219.12574 .000 -2613.5203 -1188.8597
20% 2285.49500* [219.12574 .000 1573.1647 2997.8253
22.5% 2689.49500%* |219.12574 .000 1977.1647 3401.8253
25% 2819.99500* [219.12574 .000 2107.6647 3532.3253
100% 2819.99500* [219.12574 .000 2107.6647 3532.3253
20% 0% -5251.7350* |219.12574 .000 -5964.0653 -4539.4047
15% -4186.6850* [219.12574 .000 -4899.0153 -3474.3547
17.5% -2285.4950* [219.12574 .000 -2997.8253 -1573.1647
22.5% 404.00000 |219.12574 .536 -308.3303 1116.3303
25% 534.50000 [219.12574 .232 -177.8303 1246.8303
100% 534.50000 [219.12574 .232 -177.8303 1246.8303
22.5% 0% -5655.7350* [219.12574 .000 -6368.0653 -4943.4047
15% -4590.6850* [219.12574 .000 -5303.0153 -3878.3547
17.5% -2689.4950* [219.12574 .000 -3401.8253 -1977.1647
20% -404.00000 |219.12574 .536 -1116.3303 308.3303
25% 130.50000 |219.12574 .996 -581.8303 842.8303
100% 130.50000 |219.12574 .996 -581.8303 842.8303
25% 0% -5786.2350* |219.12574 .000 -6498.5653 -5073.9047
15% -4721.1850* |219.12574 .000 -5433.5153 -4008.8547
17.5% -2819.9950* [219.12574 .000 -3532.3253 -2107.6647
20% -534.50000 (219.12574 .232 -1246.8303 177.8303
22.5% -130.50000 [219.12574 .996 -842.8303 581.8303
100% .00000 |219.12574 1.000 -712.3303 712.3303
100% 0% -5786.2350* |219.12574 .000 -6498.5653 -5073.9047
15% -4721.1850* |219.12574 .000 -5433.5153 -4008.8547
17.5% -2819.9950* [219.12574 .000 -3532.3253 -2107.6647
20% -534.50000 (219.12574 .232 -1246.8303 177.8303
22.5% -130.50000 (219.12574 .996 -842.8303 581.8303
25% .00000 |219.12574 1.000 -712.3303 712.3303

*. The mean difference is significant at the .05 level.
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Korelasi Pearson

Correlations

Jumlah
Koloni
Candida
albicans
Konsentrasi Pearson Correlation -552 **
Sig. (2-tailed) .002
N 28

**_ Correlation is significant at the 0.01 level
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